Post-Doc in Systems Immunology and/or Bioinformatics
AMPEL BioSolutions offers a rigorous two-year postdoctoral program that trains PhD to be
competitive applicants for Scientist positions in Pharma/Biotech, the NIH and universities. PostDoc positions are located in: Systems Immunology, Bioinformatics, Machine Learning or a
combination of these fields. Publication and grant writing are essential components of the
training period. AMPEL has a hybrid environment of remote and in-office personnel.
High-caliber work suitable for presentation at scientific meetings and/or publication in the
peer-reviewed literature is expected. Successful applicants will possess excellent organizational
skills, the ability to think critically, prowess in written and oral communication, and the
initiative to work proactively in a collaborative environment.
Please send your send CV, 3 references, research interests & relevant skills/experience to:
Amrie C. Grammer, COO/ChiefScientificOfficer, amriegrammer@ampelbiosolutions.com
AMPEL BioSolutions, 250 W. Main St, Suite 300, Charlottesville, VA 22902 (Ph: 434-296-AMPL)
www.ampelbiosolutions.com
Precise Personalized Medicine through Genomics:
Harnessing Big Data to Improve Healthcare
AMPEL BioSolutions is a precision medicine company with a proprietary genomic platform, bioinformatic tools and
machine learning algorithms. Profitability from in-house clinical trial design/management fuels R&D for genebased disease diagnostics in the immunology space including Systemic Lupus Erythematosus and
COVID19. Current customers are Pharma to accelerate trial success by enrolling patients into trials that express
drug target/pathway. AMPEL’s first product, LuGENE®, is a first-in-class CLIA-certified gene-based LDT blood test
that will assess disease status, predict flares and match patient with best drug options.
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